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1. Run the hierarchical clustering using the minimum method (single-linkage clustering) on the 
following input distance matrix and display all the intermediate steps and the final 
dendrogram. 

  

2. Run the k-means clustering with k=2 on the following points in Euclidean 2-dimensional 
space and display all intermediate steps and the final clustering:  

A(3,4), B(3,6), C(3,8) D(4,5), E(4,7), F(5,1), G(5,5), H(7,3), I(7,4), J(8,5)   

 


